genes. Two E. coli (0.3%) harbored qepA, but no qnr was identified.
The most common chromosomal mechanism of resistance to 1 fluoroquinolones (FQs) in pathogenic bacteria is amino acid substitutions 2 in the quinolone-resistance determining region (QRDR) of DNA gyrase 3 (GyrA) and/or topoisomerase IV (ParC), which are the main target 4 molecules of FQs (7, 8) . Efflux pumps and alteration in the outer 5 membrane proteins also contribute to chromosomal FQ resistance (6).
6
Plasmid-mediated resistance mechanisms against FQs such as Qnr and 7 AAC(6')-Ib-cr have also been described (13). We recently identified 8 qepA, a new plasmid-mediated gene responsible for reduced FQ 9 susceptibility from Escherichia coli C316, which was isolated in 2002 from 10 the urine of an inpatient in Japan (21) and qepA was also reported from E.
11
coli 1450 which was isolated from Belgian hospital (13). qepA encodes an qnrB and qnrS were E. coli J53 (pMG252) (11), E. coli J53(pMG298) (9) 58 and E. coli DH10B(pBC-H2.6) (5), respectively, and that for qepA was E.
59
coli KAM32(pSTVqepA) (21). PCR conditions for qepA were as follows: XbaI (New England Biolabs) (Figure) . PFGE fingerprinting pattern of 3 89 qepA-positive strains were apparently different from each other. facilities. 
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